A number of phenotypic and genotypic methods of differentiating strains of Legionella pneumophila are available (1, 8, 10) .
We previously examined 81 potable water and 34 patient L. pneumophila isolates using HpaI and HpaII digestion and then electrophoresis and found four distinct patterns: patterns a, b, c, and d (1) . Pattern b accounted for 67% of the isolates, while pattern d was second most common, accounting for 29% of the isolates (1) .
More recently, pulsed-field gel electrophoresis (PFGE) has been used to compare the restriction endonuclease patterns of L. pneumophila (12, 15) . We screened 30 enzymes and found that BssHII, SalI, and SpeI gave the best results with our particular isolates (9) . Schoonmaker et al. (15) for the first and the last isolate in each case. The MICs for the environmental isolates associated with these patients were the same as those for the clinical isolates.
These data suggest that L. pneumophila is genetically stable, despite prolonged exposure to antimicrobial agents and host defenses. Relapse of infection is not uncommon among cardiac transplant patients with nosocomial Legionnaire's disease (3), and prolonged treatment with antibiotics is necessary for cure. Patient 1 in the present study had such a relapse, and the similar PFGE patterns of the isolates recovered before and after the relapse of the infection in patient 1 suggest the presence of a single clone. Thus, it is likely that these organisms were still present, probably in reduced numbers, in his respiratory tract upon the initiation of antilymphocyte globulin treatment. The latter further impaired his cell-mediated immune response, allowing the organism to multiply and cause disease. Treatment failure and relapse of Legionnaires' disease have been reported previously (5, 11) . Indeed, L. pneumophila has also been shown by others to persist in respiratory secretions despite treatment for prolonged periods (for a review, see reference 5). However, we are unaware of a report such as ours in which multiple isolates obtained over a period of weeks from the same patient have been examined and shown to be identical.
The range of concentrations of the various antibiotics required to inhibit our isolates was similar to those reported by others (2, 6, 14) ; thus, antibiotic resistance was not the reason for the persistence of the Legionella infections. Even though cell-mediated immunity is crucial to recovery from legionellosis (16) , it is noteworthy that patient 1 did respond to treatment with doxycycline when all other treatments had failed.
An animal model of persistent Legionella infection is necessary to determine how long legionellae remain genetically stable in vivo. According to our data, legionellae remain stable for at least 80 days.
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